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Gallus gallus mitochondrion, complete genome

]

Gallus gallus mitochondrion, complete genome

]

Gallus gallus breed Taoyuan mitochondrion, complete genome

]

Gallus gallus breed Huang Lang chicken mitochondrion, complete genome

]

Gallus gallus mitochondrion, complete genome

O

Gallus gallus mitochondrion, complete genome

(]

Gallus gallus isolate yin46 mitochondrion, complete genome

]

Gallus gallus isolate yin125 mitochondrion, complete genome

(]

Gallus gallus isolate yin109 mitochondrion, complete genome

]

Gallus gallus isolate yin100 mitochondrion, complete genome

]

Gallus gallus isolate YP20123 breed Chigulu mitochondrion, complete genome

]
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7711 771 100% 0.0 100% KMO096864.1
771 771 100% 0.0 100% KJ778617.1
771 771 100% 0.0 100% KF981434.1
7711 771 100% 0.0 100% KF954727.1
7711 771 100% 0.0 100% KF939304.1
771 771 100% 0.0 100% KF826490.1
7711 771 100% 0.0 100% HQ857212.1
7711 771 100% 0.0 100% HQ857211.1
771 771 100% 0.0 100% HQ857210.1
7711 771 100% 0.0 100% HQ857209.1
7711 771 100% 0.0 100% GU261717.1

Gallus gallus spadiceus isolate YP19903 breed Red jungle fowl mitochondrion, complete genome 771 771 100% 0.0 100% GU261716.1

]

Gallus gallus isolate YP20112 breed Chigulu mitochondrion, complete genome

]

Gallus gallus isolate J37 breed Jiangbian mitochondrion, complete genome

7711 771 100% 0.0 100% GU261715.1
7711 771 100% 0.0 100% GU261714.1
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Gallus gallus mitochondrion, complete genome 270 270 100% 1e-71 100% KMO096864.1
Gallus gallus mitochondrion, complete genome 270 270 100% 1e-71 100% KJ778617.1
Gallus gallus breed Taoyuan mitochondrion, complete genome 270 270 100% 1e-71 100% KF981434.1
Gallus gallus breed Huang Lang chicken mitochondrion, complete genome 270 270 100% 1e-71 100% KF954727.1
Gallus gallus mitochondrion, complete genome 270 270 100% 1e-71 100% KF939304.1
Gallus gallus mitochondrion, complete genome 270 270 100% 1e-71 100% KF826490.1
Gallus gallus isolate yin46 mitochondrion, complete genome 270 270 100% 1e-71 100% HQ857212.1
Gallus gallus isolate yin125 mitochondrion, complete genome 270 270 100% 1e-71 100% HQ857211.1
Gallus gallus isolate yin109 mitochondrion, complete genome 270 270 100% 1e-71 100% HQ857210.1
Gallus gallus isolate yin100 mitochondrion, complete genome 270 270 100% 1e-71 100% HQ857209.1
Gallus gallus isolate YP20092 breed Chigulu mitochondrion, complete genome 270 270 100% 1e-71 100% GU261719.1
Gallus gallus isolate YP20123 breed Chigulu mitochondrion, complete genome 270 270 100% 1e-71 100% GU261717.1
Gallus gallus isolate YP20112 breed Chigulu mitochondrion, complete genome 270 270 100% 1e-71 100% GU261715.1
Gallus gallus isolate J37 breed Jiangbian mitochondrion, complete genome 270 270 100% 1e-71 100% GU261714.1
71 Gallus qallus isolate J41 breed Jianabian mitochondrion. complete aenome 270 270 100% 1e-71 100% GU261713.1
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